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Sample Avg Read Length (bp) Mean Genes/Read Qv
Human fecal 1 8,806 7.9 Q39
Human fecal 2 9,247 8.4 Q37
Human fecal 3 8,570 7.6 Q39
Human fecal 4 10,104 9.3 Q36
Human fecal 5 9,746 9.0 Q37
Human fecal 6 8,870 8.1 Q39
Human fecal 7 8,120 7.4 Q40
Human fecal 8 8,612 8.0 Q40
Human fecal 9 8,660 7.7 Q39
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